
  EV-RNAome

All RNA Classes. One Assay.

Our TrueQuant (TQ) pan-RNA-seq Kit and 
Service captures mRNA, lncRNA, and small 
RNA of extracellular vesicles or cell-free RNA 
simultaneously in a single assay, saving time, 
resources, and precious sample material.

Comprehensive RNAome analyses are 
achieved by our TQ pan-RNA-Seq assay, 
which combines highly sensitive adapter 
integration methods and unique molecular 
identifiers (UMIs).

Backed by our powerful BioInfonomics Suite 
pipelines, our assay simultaneously measures:

•	miRNA

•	tRF

•	piRNA

•	snoRNA

•	tRNA

•	lncRNA

•	mRNA

•	circRNA

•	etc.

Method & Features
•	TQ pan-RNA-Seq

•	Simultaneously analyses  
of all RNA classes

•	Ultra low sample Input:  
10 pg total RNA

•	GXP BioInfonomics Suite 
for deeper insights

RNA types
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EV-RNAome

GenXPro GmbH 
Altenhöferallee 3
60438 Frankfurt am Main
Germany

Fon	+49 69 95739710 
Fax	 +49 69 95739706
info@genxpro.de
www.genxpro.de

•	Schedule a Technical Consultation:  
Speak directly with our NGS and dPCR experts to tailor a screening pipeline for your 
specific cellular models.

•	Request a Custom Quote:  
Send us your project requirements and receive a detailed, scalable analytical framework.

Contact Us Today
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